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Homo sapiens POU class 5 homeobox 1 (POU5F1), transcript variant 1, mRNA
Customize view e
NCBI Reference Sequence: NM_002701.5
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Locus NM_0@2701 1430 bp  mRNA  linear PRI @7-0CT-2016 Pick Primers
DEFINITION Homo sapiens POU class 5 homeobox 1 (POUSF1), transcript variant 1, e
mRNA. Highlight Sequence Features
ACCESSION  NM_@e2701 Find in this Sequence
VERSION NNM_0@2701.5
KEYWORDS ~ RefSeq.
SOURCE Homo sapiens (human) A =
ORGANISM Homo sapiens Articles about the POU5F1 gene
Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; of OCT4

prog! p
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhinij in patients with prostate canc [Hum Pathol. 2016]
Catarrhini; Hominidae; Homo.

REFERENCE 1 (bases 1 to 1430) Octd plays a crucial role in the maintenance of

gefitinib-1 [Biochem Biophys Res Commun. 2016]

AUTHORS Kosaka T, Mikami S, Yoshimine S, Miyazaki Y, Daimon T, Kikuchi E,
Miyajima A and Oya M. Sox2/Octd: A delicately balanced partnership in
TITLE The prognostic significance of OCT4 expression in patients with pluripotent stem ce [Biochim Biophys Acta. 2016]

prostate cancer
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Homo sapiens POU class 5 homeobox 1 (POU5F1), transcript variant 1, mRNA

NCBI Reference Sequence: NM_002701.5
GenBank  Graphics

>NM_202701.5 Homo sapiens POU class 5 homeobox 1 (POUSF1), transcript variant 1, mRNA
AGAGAGGGGT TGAGTAGTCCCTTCGCAAGCCCTCATT TCACCAGGCCCCCGGCTTGGGGCGCCTTCCTTC
CCATGGCGGGACACCTGGCTTCGGATTTCGCCTTCTCGCCCCCTCCAGGTGGTGGAGGTGATGGGCCAG
IGEGGCCGGAGCCGGGCTGEET TGATCCTCGGACCTGGCTAAGCT TCCAAGGCCCTCCTGGAGGGCCAGG
AATCGGGCCGGEGET TGEGCCAGGCTCTGAGGTGTGGGGGAT TCCCCCATGCCCCCCGCCGTATGAGTTC
GTGGGGGGATGGCGTACTGTGGGCCCCAGGT TGGAGTGGGGCTAGT GCCCCAAGGCGGCTTGGAGACCT
TCAGCCTGAGGGCGAAGCAGGAGT CGGGGTGGAGAGCAACT CCGATGGGGCCTCCCCGGAGCCCTGCAC
GTCACCCCTGGTGCCGTGAAGCTGGAGAAGGAGAAGCTGGAGCAAAACCCGGAGGAGTCCCAGGACATC
AAAGCTCTGCAGAAAGAACTCGAGCAAT TTGCCAAGCTCCTGAAGCAGAAGAGGAT CACCCTGGGATATA
ACAGGCCGATGTGGGGCTCACCCTGGGGGTTCTATT TGGGAAGGTATTCAGCCAAACGACCATCTGCCG
TTTGAGGCTCTGCAGCT TAGCT TCAAGAACATGTGTAAGCTGCGGCCCTTGCTGCAGAAGTGGGTGGAG
AAGCTGACAACAATGAAAATCTTCAGGAGATATGCAAAGCAGAAACCCTCGTGCAGGCCCGAAAGAGAA

AGCGAACCAGTATCGAGAACCGAGTGAGAGGCAACCTGGAGAAT TTGTTCCTGCAGTGCCCGAAACCCAC
ACTGCAGCAGATCAGCCACATCGCCCAGCAGCTTGGGCTCGAGAAGGATGTGGTCCGAGTGTGGTTCTGT
AACCGGCGCCAGAAGGGCAAGCGATCAAGCAGCGACTATGCACAACGAGAGGAT TTTGAGGCTGCTGGGT
TCCTTTCTCAGGGGGACCAGTGTCCTTTCCTCTGGCCCCAGGGCCCCATTTTGGTACCCCAGGCTATGG
AGCCCTCACTTCACTGCACTGTACTCCTCGGTCCCTTTCCCTGAGGGGGAAGCCTTTCCCCCTGTCTCC
TCACCACTCTGGGCTCTCCCATGCATTCAAACTGAGGTGCCTGCCCTTCTAGGAATGGGGGACAGGGGG
AGGGGAGGAGCTAGGGAAAGAAAACCTGGAGT TTGTGCCAGGGT TTTTGGGATTAAGTTCTTCATTCACT

)
Analyze this sequence @
Run BLAST
Pick Primers
Highlight Sequence Features
Find in this Sequence
Articles about the POU5F1 gene @

The prog ignifi of OCT4 exp
in patients with prostate canc [Hum Pathol. 2016]

Oct4 plays a crucial role in the maintenance of
gefitinib-1 [Biochem Biophys Res Commun. 2016]

Sox2/Oct4: A delicately balanced partnership in
pluripotent stem ce [Biochim Biophys Acta. 2016]

Seeall...

Pathways for the POUSF1 gene @

POUSF1 (OCT4), SOX2, NANOG repress genes
related to differentiation
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Orientation of primers

5/ CTTATTAGTTTACTATAAAGGAGTCGAAAGAGAAGTACCAAAGAT 3’
3’ GAATAATCAAATGATATTTCCTCAGCTTTCTCTTCATGGTTTCTA 5'

CTCTTCATGGTTTCTA

Forward primer = S5'CTTATTAGTTTACTAT 3’
Reverse primer = 5/'ATCTTTGGTACTTCTC 3

5’ CTTATTAGTTTACTATAAAGGAGTCGAAAGAGAAGTACCAAAGAT 3 |
:: 3’ CTCTTCATGGTTTCTA 5’ _ |
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) PrimerBLAST

» NCBU Primer-BLAST : results: Job id=UVuOXzO06PhiZLCQpKUKAG INSESI-QQo0fw  more

Input PCR template NM 002701.5 Homo sapiens POU class 5 homeobox 1 (POUSF1), transcript variant 1, mRNA
Range 1-1430
Specificity of primers Primer pairs are spedfic to input template as no other targets were found in selected database: Refseq mRNA (Organism limited to Homo sapiens)
Other reports  »Search Summary

@ For better specificity checking, we have substituted the PCR template with the GenBank refseq record NM_002701.5
which is identical to your input template

Graphical view of primer pairs

NM_002701.5: 1.1.4K (L4Kbp) v | Find: vi@aopal

RToosv T fPTads & 7~
|15

1056 L1868 11208

1258 1,350

1,300

Primer pair 1

Sequence (5>3) Template strand Length Stat Stop Tm  GC% Self i Self 3
Forward primer TGAGTAGTCCCTTCGCAAGC Plus 20 n 30 5975 5500 400 200
Reverse primer TTAGCCAGGTCCGAGGATCA Minus 20 182 163 6003 5500 400 200
Product length 172

Products on intended target
>NM_002701 & Homo sapiens POU class 5 homeobox 1 (POUSF 1), transcript vasiant 1. mRNA

product length = 172
Forward primer 1  TGAG
Tesplate 1 L.

Reverse primer

1 TTAGCCAGGTCCGAGGATCA 20
Template 182 6

Primer pair 2

Sequence (5'>3) Template strand Length Start Stop Tm  GC% Self Self 3
Forward primer CCTTCGCAAGCCCTCATTTC Phs 20 20 39 5955 5500 400 000
Reverse primer AACCACACTCGGACCACATC Minus 20 906 887 5997 5500 300 0.00
Product length 887

Products on intended target
>NM_002701 5 Homo sapéens POU class 5 homeobox 1 (POUSF1), transcript variant 1, mRNA

product length = 887
Forward primer 1 CCTTCGCAAGCCCTCATTITC 20
Template 2 .. 39

Ravares neimar 1 AMCTACACTCRRICCACATC A

VY U
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